EASY-TO-USE TOOLS FOR CLEARED TISSUE LIGHT SHEET IMAGE ANALYSIS
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* Conventional 2D histology methods are limited to thin sections and regions of interest, restricting insight into

brain-wide structure and function.

* Hecent advances in tissue clearing and light sheet imaging have enabled the evaluation of whole-brains at
cellularresolution but have introduced massive data volumes that present a challenge for analysis and

reproducibility.

* High-resolution 3D light sheet imaging requires efficient workflows for stitching, registration, and quantification

across terabyle-scale datasets. £ 9 shides; in 3D, the same workflows scale to organ-level
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classification, generating probability maps of objects of interest across whole-brain images. These probability maps are Stitchy enables scientists to stitch terabyte-scale light sheet data at high speeds, while running on a standard desktop * Maverick and Voxels empower users to design, visualize, and execute machine-leamning—based analysis
then refined using deterministic filters to produce segmented objects. In parallel, each brain is aligned to a common computer. Stitchy supports reading and writing directly from a variety of popular file formats (listed above). A simple user — - pipelines through a scientist-friendly, no-code user interface.
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both region-specific and whole-brain analysis.
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intermediate formats and provides significant stitching speed increases.
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Maverick

One of our advanced labelling tools, Maverick,
accelerates segmentation workflow development for cell-
type identification. Maverick streams only the high-value
regions of interest through our cloud platform, eliminating
the need to transfer full muli-gigabyte volumes and
enabling fast interactive parameter tuning with hands-on
expert ground-truthing across multiple images. In 2D,
teams can quickly develop reliable classifiers for IHC

sheet imaging datasets into actionable scientific insighis.
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