Omadacycline was Shown to Preserve the Microbiome

in @ Murine Model of Post-Influenza MRSA Pneumonia

Sumiko Gomi, PhD'"2; Emily Price, BS'2; Sabrina Faozia, PhD'.2; Jessica V. Pierce, PhD3; Sarah E. Hobdey, PhD124

: : . : , , : : _ T - jessica.pierce@paratekpharma.com
'Idaho Veterans Research and Education Foundation, Boise, Idaho; 2Boise VA Medical Center, Boise, Idaho; 3Paratek Pharmaceuticals, Inc., King of Prussia, PA; 4ldaho State University, Meridian, Idaho

773-517-0936

Background Results

« Secondary bacterial pneumonia caused by methicillin-resistant Staphylococcus aureus (MRSA) is
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(A) Alpha diversity of fecal microbiota. (B) Mean relative abundance (n=5) of bacterial taxa at the family level. (C,D,E) SCFA quantification. Day 3
and 4 are during antibiotic treatment, Day 13 is 1 week following end of treatment. *P<0.05, **P<0.01, ***P<0.001, and ****P<0.0001
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