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How to Use the “Copy” Function e
Add + Delete —
— No. Sample Name Primer —
i : 0~ 1.
3 3 Copy entire rows below | Q
4 4 Q
- ; Q
6 6 Q
® Copy

- When: You want to fill specific (selected) rows with a single value
- How: Select the rows you want to fill with a single value. One row must already contain the value you

want to copy. Right-click and select "Copy”. The value will fill the selected rows.

Add + | Delete —

No. Sample Name Primer

1 1 = Q
Copy

: : o . a
Copy entire rows.

3 3 Copy entire rows below Q

4 4 Q

5 Q

6 6 Q

@ Copy Entire Rows
- When: You want to fill entire rows with a single value.
- How: Select the row containing the value you want to copy, right-click and select “Copy Entire Rows".

The value will fill the entire rows.

Add 4 | Delete —

No. Sample Name Primer

1 1 907R Q

2 2 907R Q

3 3 Q
Copy

4 4 Bluescript_SK Q
Copy entire rows

5 5 Bluescript_SK opy entire rows below Q

6 6 Bluescript_SK Q

@® Copia Entire Rows Below
- When: You want to fill specific rows (from the selected row to the end) with a single value.
- How: Select the row containing the value you want to copy, right-click and select "Copy Entire Rows

Below"”. The value will fill the rows below.
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Please follow the recommended values to obtain high-quality results. Samples and primers must be

prepared separately.

Sample Preparation

Sample and Primer Preperation Guide (for 1 reaction)

EURCPE

Template / Service Sample Quantity

<200 bp 3~5ng/ul

200~ 600 bp 5~10 ng/ul
PCR product

Purified/ Unpurified -
Minimum 10ul

600 ~ 1000 bp 10~20 ng/ul Wos, scsannand
>1000 bp 20~50 ng/ul
Plasmid 100 ~ 150 ng/ul
Gel extraction 50 ~ 100 ng/ul >30ul

Primer Quantity

Minimum 10ul
+5ul per reaction

* 5~ 10pmole/ul
Primer TM: 50 ~ 58°C

* if your samples do not meet the recommended concentration, we cannot guarantee high-quality results

Primer Preparation

5~10 pmole/pL (=60 ng/uL) in deionized water.

At least 2 pL per reaction NOT per sample. (for example. For 20 reactions, 40 uL)
*High purity
» Correct Concentration
*No secondary priming sites
*No mismatches
*Length 18-25 bases.
*GC% between 40% and 60%.
» Tm (melting temperature) between 55°C and 60°C
*No significant hairpins (>3bp)

*Free of salts, EDTA, or other contaminant

Please provide primers at a concentration of 10 pmole/ul =60 ng/pl in deionized water with a volume greater

than 20 pl.

Customer-supplied primers must be desalted or purified. Universal primers are available free of charge. Please

refer to the universal primer list on pages 29-30.
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For Tubes

+ Use 1.5 mL microcentrifuge tubes. Do not use 0.2 mL PCR tubes. Please write the sample
number on the lid of each tube.

* In the "Reaction Information” section, name samples as S_# (S for sample name and #
for sample number), or alternatively write the sample name directly on the tube. If more
than one primer is added to the same sample, keep the same sample name and change
only the primer name in “Reaction Information”. In this case, only one tube containing

the sample is required

For Plates

Strip-capped and out-skirted plates are strongly recommended to

prevent sample leakage.

Samples must be loaded vertically (A1-B1, etc.). Fill all wells corresponding to the required

reactions and name them using the sample name (S) and sample number (#): S_#.

Empty wells should be named Empty_# (Sample number).

Please wrap plates with bubble wrap.

| 7 )
Sample § Primer %
ABCD_ 1] 1154 N N
¢35

or

ABcp_1] 1751 ‘ ‘\ :
I‘ by ,Y‘_, :

Reaction Information Sample Tube out-skirted well strip-capped well

(One tube for two or more reactions)
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Standard-seq 1 primer/1 plate

1 2 3 4 5 6 7 8 9 10 11 12
A|s1|s9 |s17|s25|533|s541|549|557|5.65|5.73 581|589
B |s2|s10|s18|s26|534|542|5.50|5.58|5.66|5_74|5.82|5.90
C |s3|s11|s19|s27|535|543|5.51|559|5.67|5_75|5.83|5_91
D |sa4 |s12|s20|s28|s36|544|552|560|568|576|5.84|5.92
E |ss5 |s.13|s21|s29|537|545|553|561|569|577|5.85|5.93
F |sse6 |s14|s22|s30|s38|546|554|562|570)|5.78|5.86|5.94
G |s7 |s15|s23|s31|539|547|555|563|571|5.79|587|5.95
H|s8 |s16|s24|532|540|548|556|564|572|580|588]|5.96

1 2 3 4 5 6 7 8 9 10 1 12

Standard-seq 1 primer/1 plate
y
Standard-seq Multi primer (Max6)

1 2 3 4 5 6 7 8 9 10 11 12
A|s1|S9 [S17|525|533|541|549|557|565)|5.73|5.81|5.89
B |s2|s10|518 |5 26|534|542|550|558)|566|5.74|5.82)|5.90
C|Ss3 |s.11|s519|5.27|535|5.43|551|559|567|5.75]|5.83|5.91
D |5s4 |s12|520|528|536|544|552|560|568|576|584|592
E |55 |S5.13|521|529|537|545|553|561|569|577 585|593
F |56 |S14|522|530|538|546|554|562|570|578|5.86|594
G | s7 |S.15|5.23|5.31|539|547|555|563|571|5.79|587|5.95
H | s8 |S.16|5.24|532|540|548|5.56|564|572|580|588]|5.96

1 2 3 4 5 6 7 8 9 10 1 12

J

Standard-seq Multiple primer (Max 6)

I

J

J

J

J

5130
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STEP1 STEP2 STEP3 STEP4 STEPS STEP6
Basic Info Reaction Info Sample Info Primer Condition Billing Info Complete

Standard Sequencing

Enter Basic Information. (* Al fields are required)

o Sample Type - PCR Product v
e Add. Service Purification v
e Product Size(bp) - Over 600bp ®) Less600bp
e Tube Type (®) Tube 96 Well Plate

Sample Type: Select the sample type from the options:

- Plasmid

- PCR Product

- Premix: place plasmid or PCR product together with primer in one tube
Additional Service Required: Select an additional service if needed.

- Purification: Purification applies to unpurified PCR products.
Product Size (bp): Select the size of your product. This affects the experimental settings.

Tube Type: Select the tube type if samples are placed in tubes or 96-well plates.

To place an order, please visit https://order.macrogen-europe.com/main.do.

After logging in with your credentials, follow these steps:
e Ordering
e Standard sequecing
e Select the required service
If you do not have an account, you can create one by clicking “Sign up” on the website.


https://order.macrogen-europe.com/main.do
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Data Entry Modes

You can enter sequencing information in two ways: step-by-step via the website (Option 1), or by

downloading and uploading a pre-filled Excel file (Option 2).
Option 1: Fill in the Information on the Website

With this method, sample information is entered step-by-step on the website.

@  Sample name: indicate the name of the sample

@  Primer: indicate the name of the primer

Enter Reaction Information. (* All fields are required)

Order Instructions O

Excel Temp. @ ‘ Ord. Sheet ‘ Upload

Add + | Delete —

s s @ @

# Sample Name * Primer *
! P e

Universal/Stored Primers: Universal or stored primers can be selected by clicking the button. The

complete list is available on pages 29-30.

. - .
Primer input
Primer Selection § . Universal Primer Stored Primer
Please [double click] the primer.
[12/88] r 88
Primer Length

785F 18
907R 20
Bluescript_SK 20
EBV-RP 20
KAN2-FP 25
KANZ-RP 25
M13-FP 18
pBacPAC-RP 19
pBAD-FP 20
pDONOR-FP 19
pEGFP_N 17

* M13F & M13R: Universal primer located about 90 to 100 bp from the closing site of the TA (Blunt) vector.

* For synthesized primer, Standard storage policy is 3 months.

@ Next: click "Next” to proceed to the next section

I Previous I
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@ Concentration: Enter the sample concentration

@ Next: click on "Next” to proceed to the next section

Enter Sample Information. ( All fields are required)

Order Instructions O

[2./1] Filtered Row : 1 a

# Sample Name * Rxn. Cnt. * Conc.{ng/ul)

Plate Name Well Product Size(bp) * Target Size(bp)

1 51 1 Less 600bp

Enter Primer Condition. (* All fields are required)

Order Instructions Q_ Primer Type @

[2/2] Filtered Row:2 @ e

# Primer * Type* Sequence Conc.(pmol/ul) Required vol(ul) Sequencing Primer (Y / N) PCR Primers (Y / N)
1 PI_F 0 30 Y N
2 PL_R 1] 30 Y N
Universal
Enclosed
Synthesis
Stored

@ Select the primer type:
- Universal: Universal primers available at Macrogen
- Enclosed: Primers sent with the samples. Concentration must be specified.
- Synthesis: If you need us to synthetize your primers
If you choose to synthetize the primers, it will require 3-4 additional working days. Keep track of the shipping times and be sure to
choose the Regular Standard Sequencing Option when placing the order.
- Stored: Primers used in previous orders. The name must match exactly
@ Primer concentration must be entered only for included primers.

Next

8130
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Option 2: Use of the Excel File (Recommended for Bulk Reactions)

With this method, all order information (reaction information, sample information, and primer

information) can be entered using a single Excel file.

@ Excel download: Download the Excel file.

Enter Reaction Information. (* All fields are required)

Order Instructions O

ot Tenp. @ @

@ Insert the data: Fill in the required information:

e Sample name.
e Primer name.
e Sample Concentration (ng/ul).
e Plate name (only for 1 primer/ 1 plate o multi-primer/ 1 plate).
e  Well position (only for 1 primer/ 1 plate o multi-primer/ 1 plate).
e Product size (bp).
e Target size (bp).
e Primer Sequence (5" to 3).
9 e Primer Concentration (pmol/ul).
A B c D E F G H 1 1
1 3 Only English Alphabet (either capital small letters), digit 09, a hypen (-) or under bar () is allowed.
2 Reaction Information sample Information Primer Information
’ Sample Name * Primer Name * sample Concentration (ng/ul) Plate Name Well Position | Product Size{bp) | Target Size(bp) Primer Sequence(5 to 3) Primer Concentration (pmol/ul)
3
al| 1
5| 2
6 3
7| &
8 5
g | B

@ Excel Upload: Upload it directly into the system

Enter Reaction Information. (* Allfields are required)

Order Instructions Q,

Excel Temp. @ l Ord. Sheet \ Upload 3

Bidirectional sequencing Unidirectional sequencing
Reaction Information Reaction Information
# #
Sample Name * Primer Name * Sample Name * Primer Name *

1 |A 1_F 1 |A 1_F
2 |A 1R 2 (B 2_F
3 |B 2_F 3 |C 3F
4 |B 2_R & |D 4_F

Bidirectional sequencing: Enter the sample name twice and one primer set (forward and reverse).
Unidirectional sequencing: Enter the sample name once and the primer name
9130
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Enter Reaction Information. (" Al fields are required) (4 Macrogen Europe Order System - Google Chrome - a X
25 order.macrogen-europe.com/ces/order/retrieveCesOrdRegRxnUploadPopup.do & aQ 3

Order Instructions Q_

Excel Temp. @ Excel Temp.

* You must use the Excel template provided by Macrogen

* File size should not exceed 3MB.

* Reaction information cannot be entered more than 1,000 reactions.
/1 w1 * If total Reactions exceed 1000, please register multiple orders

Sample Name *

Upload Excel

Once the Excel file is uploaded, all sample information will be automatically populated in the
relevant steps.

Primer selection: In “Step 4 — Enter Primer Condition”, specify the primer type as in Option 1
(Universal, Included, Synthesis, or Stored).

Enter Primer Condition. (* All fields are required)

Order Instructions Q_ Primer Type @

[2/2] Fittered Row: 2
# Primer * Type* Sequence Conc.(pmol/ul) Required vol{ul) Sequencing Primer (Y / N) PCR Primers (Y / N)
1 P1_F (] 30 Y N
2 PL_R ] 30 Y N
Universal
Enclosed
Synthesis
Stored

10130
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Enter Billing information. {* Required field)

Yes (® No

BLAST Service * @ This is a service that searches for a sequence that is highly similar to the sequence of DNA obtained in The Basic Local Alignment Search Tool and NCBI database.
We will provide you with data files retrieved from NCBI and no analysis services will be provided.

_ (® Immediate Disposal 1 Month 3 Month
Storage Period . X . - . . . . .
@ fimmediate disposalis selectod, additional ord i ing cannot be ordered as th e is diately discarded after the primary experiment.
Ordered by * @ Gildeng Hong
Actual Orderer
Contact 01012341234
Primary E-mail moenkunB&@macrogen.com
'f?ﬁ;‘g:un;l.E (ol moonkun8&@macrogen.com
Comment
4

Institution for Billing Macrogen Korea “
Mobile Number * 01012341234
Country * Korea (the Republic of) hd

254, Beotkkot-ro, Geumcheon-gu, Seoul, Republic of Korea

11th floor, 1111
Billing Address * Geumcheon-gu

Seoul

08511
PO Number
ATTN Macrogen
BT Choose N
Promotion Code Please Enter Promotion Code Apply
Request on payment

Previous

@ Enter all billing information, select the options for BLAST Service and Storage
Period, and click [Submit].

|n

If “lmmediate Disposal” is selected, no further orders or sequencing can be performed, as the sample will be

discarded immediately after the main experiment.

11130
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Your order has been placed successfully.

Please double check your order information then send your samples accordingly.

* Click DHL/FedEx/UPS Invoice button to download shipping documents.

* Print all shipping documents and call DHL/FedEx/UPS Lo pick up your samples.

* You will be notified of the status of your order by email.

* For other inquiries, please use [Support > Contact us].

@

Order Number =~ EC00000579

Print your order barcode to send Amsterdam laboratory.

ECES B S T

* You can check the order number and obtain your [DHL/FedEx/UPS commercial invoice].

Please print the barcode order and send it together with the samples.

Order Confirmation (" In the [Order completed] step, you cannot modify it )

Order Information

Order Number ECO0000579 Customer Name nl test
Service Standard Sequencing Sample Type Plasmid
Tube Type 96 Well Plate Run Type Regular
Order History
Rxn. 1 Sample
A Number of .
Sample History e e e e 0 DNA Extraction
Primer Synth. 1] PCR Amplification
Universal o Enclosed
Primer History
Synthesis o Stored

* Finally, you can review the order information

12130
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STEP1 STEP2 STEP3 STEP 4 STEP 5

1 primer /1 plate Basic Info ’ Plate Info Primer Condition Billing Info Complete
0 Sample Type * PCR Product ~
g Add. Service Purification v
9 Product Size(bp) * Over 600bp (® Less600bp
a Tube Type * Tube ® 96Well Plate

@ Sample Type: Select the type of sample (Plasmid/PCR product)
@ Additional Service: Select an additional service if needed.
- Purification: Purification applies to unpurified PCR products
@ Product Size (bp): Select the size of your product. This affects the experimental settings
@ Type of Tube: [96-wells plate] Selected Automatically
& Next

13130
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Enter Plate Info. (" Al fields are required)

Order Instructions O,

Platel Plate Add +
9 9 e e Delete — | Plate Map Confirmation

[2/2)
Plate Name* Reaction * Direction * Forward & Reverse Primer* Start Position * End Position * Primer Name * Initialization
o For Primerl Q ®
P1 192 RXN Vertical i' : ':
Rev Primerl —
L= -:
* If you modified the Start Position{well positions), please click the duplicate [primer check] butten again. @ 1
I
I
(@ Name of the Plate: Insert the name of the plate i
. . c e . . 1
@ Reaction: Select the number of reactions [96 Rxn (Unidirectional Sequencing)] I
[192 Rxn (Bidirectional Sequencing)] :
@ Plate direction: Choose between [Horizontal], [Vertical] I
@O start-End: Click on the column Start position to visualize the page [Enter well position]. Select the
initial well (es: A1), press crtl and select the final well (es: H12). Once you click on input, starting and :
1
ending positions will be filled automatically. I
I I
I I
| Enter well position 1
______ After selecting the start point, press and hold the [Ctrl] key and click the end point. :
1 2 3 4 5 6 7 8 9 10 1 12 :
* I
E 1
c 1
b |
£ |
F |
. I
) 1
1
|
aE» :
I
. ) ) ) . I
Primer name: Insert the name of the primer. Click on the lens if you need to use our universal I
primers available at Macrogen (complete list: pages 29-30) o stored primers :
Primer input” :
I
Primer Selection @ ®) Universal Primer Stored Primer I
1
Please [double elick] the primer. 1
[12/88) I
Primer Length 1
8sr 18 I
907R 20 I
Bluescript_SK. L |
EBV-RP 20 <
KAN2-FP 25
KAN2-RP 25
M13-Fp 18
pBacPAC-RP 19
PBAD-FP 20
pDONOR-FP 19
pEGFP_N 17
:;4;3;:(::;D:e'dU::::zIszrr:;r::::;b:;:itsﬁ‘.:;::S:t::nmlhzdcsingsitsoithsTA[Blunl)vsctcr l 4 ‘ 3 O
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Enter Plate Info. (" All fields are required)

Order Instructions O,

Platel o= e Add

Delete — | 1 Plate Map Confirmation 1

2/2) 2 ——————— -
Plate Name * Reaction * Direction * Forward & Reverse Primer* Start Position * End Position * Primer Name* ' Initialization
For Primerl AD1 H12 P1_F Q I ®
plaiel 152 RAN Vertical ]
Rev Primerl ADL H12 P1_R Q l »®
. . . I
* If you medified the Start Position (well pesitions), please click the duplicate [primer check] button again. 1
I
Confirm plate map: Once you have provided all the details, click on Plate map confirmation. |
- ——

' E= l
! I
1 .
] Sample Information :
I 15/9%] w: 96 I
1 # Plate Name Well Sample Name - Cone.(ng/ul) Product Size(bp)(bp) I
I 1 platel AL platel_AD1 0 Less 600bp I
: 2 platel BOL platel_BOL 0 Less 600bp l
1 3 platel coL platel_co1 0 Less 600bp I
l platel DoL platel_Do1 0 Less 600bp 1
I 5 platel E0L platel_E01 0 Less 600bp :
1
1 1
1 1
1 Reaction Information 1
[T— 1
1
1 # Plate Name Well Sample Name Primer l
l 1 platel AOL platel_ADL PLF I
I 2 platel BOL platel_BOL PLF I
: 3 platel. coL platel_coL PLF l
I 4 platel Do platel_DOL PLF I
l 5 platel EOL platel_EOL PLF I
I 6 platel FoOL platel FO1 PLF :
I 7 platel (€ platel_GOL PLF I
: 8 platel. HoL platel_HOL PLF |
I 9 platel 02 platel_AD2 PLF l
l 10 platel B02 platel_BO2 PLF :
1
' &S i
1 1
- -

Specify the concentration of the primers and click on Save & Plate View. You will be able to visualize the

plate layout (Sample and Primer name) per well (See below). Close the plate layout and continue.

- 96 RXN
i i 0 . 0 0 0 0 0 W o
ot " s s 20 s i s s et et et s ot A
C) " e " Y] " " " n " Y
st st P P s et P st o P p— s
P ot 0 s ot o ¢ et o0 et o0 et 0 bt
"y " " oY) e T ' " "
ot 068 ot s o et e ot con et o et 010 ot 0 P
ot ot s 120 s 1o et 1 et s 10 ot 10 ot 38 et 1 s o
Y " " e Y] e - " " "
et s ot 00 st ot 10 s st et 10 et 10 -t | e
" e " " " By " "
et G0 ot st 0 ot 1. et ot G et Gt et G et Cl0 et P
s vt et et v et 1o e v ot e et 01 et v s v st 100 e s
" " ) " e Y " " "
- 192 RXN
0 3 0 0 . . 0 0 0 o
] ot ot e 2ot - - et n " et ot 0 ot s o
et 4 ot et 2 et . P ot v ot P s 8 o
s ot an " o o it o st et o0 e
" ne " n \ " v
st ot 0 P P et P st 010 et 00
" " ne " e " ne
- et 104 et 10 ot 1 P s -t 1 ot 10 P
o et 0 e et s ot et 10 ot v et 0 et 100 Py e 1
st ot st s st on st . st et G s s o st 30 o st
et v -t o s v et vn s 10 ot - st 0 ot v et P P P
" " n "

*You do not need to insert the sample names. They will be automatically generated from their

corresponding position in the plate. 15130
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Enter Primer Condition. (" All fields are required)
Order Instructions O Primer Type @ o
[2/ 7] Filtered Row: 2
# Primer* Type* Sequence Conc.(pmol/ul) Sequencing Primer (Y / N) PCR Primers (Y / N) Required vol(ul) *
1 P1_F Y N 288
2 PLR Y N 288

Universal
Enclosed
Synthesis
Stored

@ Primer type: Select the primer type. You can choose only 1.
- Universal: Universal primers available at Macrogen
- Enclosed: Primer sent with the samples.
Concentration must be specified.

- Synthesis: If you need us to synthetize your primers
If you choose to synthetize the primers, it will require 3-4 additional working days. Keep track of the shipping times and be sure to choose the
Regular Standard Sequencing Option when placing the order.
- Stored: Primers used in previous orders.
The name must match exactly

If the plate is not correctly placed, empty wells will be added automatically, and the reaction will be deleted right after the

experiment.

16130
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Enter Billing information. (' Required field)

@
Yes (=) No

BLAST Service * @ This is a service that searches for a sequence that is highly similar to the sequence of DNA obtained in The Basic Local Alignment Search Tool and NCBI databace.
We will provide you with data files retrieved from NCBI and no analysis serviees will be provided.

) (®) Immediate Disposal 1 Month IMonth
Storage Period © . " " . . . . " . . .
@ Ifimmediate disposal is selected, additional orders and re-sequencing cannot be ordered as the sample isimmediately discarded after the primary experiment.
Ordered by * @ Gildong Hong
Actual Orderer
Contact 01012341234
Primary E-mail moonkunB86@macrogen.com
?;%ggun;lﬁ L meoonkunB&@macrogen.com
Comment
P

Institution for Billing Macrogen Korea “
Mobile Number * 01012341234
Country * Korea (the Republic of) hd

254, Beotkkot-ro, Geumcheon-gu, Seoul, Republic of Korea

11th floor, 1111
Gilling Address - Geumcheon-gu

Seoul

08511
PO Number
ATTN Macrogen
Coupon Choose hd Apply
Promotion Code Picase Enter. Fromotion Code Apply
Request on payment

[ Previous

o : m

@ Enter all billing information, select the options for BLAST Service and Storage Period, and click
[Submit].

If “lImmediate Disposal” is selected, no further orders or sequencing can be performed, as the sample will be discarded immediately after the

main experiment.

17130
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Your order has been placed successfully.

Please double check your order information then send your samples accordingly.

* Click DHL/FedEx/UPS Invoice button to download shipping documents.

* Print all shipping documents and call DHL/FedEx/UPS Lo pick up your samples.

* You will be notified of the status of your order by email.

* For other inquiries, please use [Support > Contact us].

EC00000579

Print your order barcode to send Amsterdam laboratory.

* You can check the order number and obtain your [DHL/FedEx/UPS commercial invoice].

Please print the barcode order and send it together with the samples.

Order Confirmation (" In the [Order completed] step, you cannot modify it )

Order Information

Order Number ECO0000579 Customer Name nl test
Service Standard Sequencing Sample Type Plasmid
Tube Type 96 Well Plate Run Type Regular
Order History
Rxn. Sample
A Number of .
Sample History e e e e DNA Extraction
Primer Synth. PCR Amplification
Universal Enclosed
Primer History
Synthesis Stored

* Finally, you can review the order information

If your sample is placed only between A1~H6 or A7~H12, please select the service 1 primer/Half plate.

18130
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Multiple primer/1 plate i

Enter Basic Information. (* All fields are required)

o Sample Type * PCR Product v
e Add. Service Purification v
e Product Size(bp) * Qver 600bp (® Less600bp
o Tube Type * Tube (®) 96Well Plate

=D
5

@ Sample Type: Select the type of sample (Plasmid/PCR product)
@ Additional Service: Select an additional service if needed.
- Purification: Purification applies to unpurified PCR products
3 Product Size (bp): Select the size of your product. This affects the experimental settings.

Type of Tube: [96-wells plate] Selected Automatically.
Next

®®

* You do not need to insert the sample names. They will be automatically generated from their

corresponding position in the plate.
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Enter Plate Info. ( Al fields are required)

Qrder Instructions O,

Excel Temp. @ (" ord.sheet ) (@R
Platel Plate Add +
Delete — | Plate Map Confirmation
/1 1
Plate Name * Reaction * Direction * Forward & Reverse Primer* Start Position * End Position * Primer Name* Initialization
Vertical Q ®

* If you modified the Start Position(well positions), please click the duplicate [primer check] button again.

@ You can place your order for multiple primer /1 plate with two modalities:

1) Place your order step-by-step on the web page of our website.
2) Inserting all the details of your order on our Excel file (click on [Ord. Sheet])

* Please check all the details on the following page to provide correctly all the information about your

order on our web page or on the Excel file.

* Per each order, you can place a maximum of 4 plates

For more than 4 plates, please place separate orders.
* We recommend inserting samples in all the plate.

* Max 6 primers per plate

20130
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Option 1 - Fill the information step-by-step on our website
Platel Plate Add +
I o o o e e Delete — | Plate Map Confirmation
Plate Name Reaction * Direction * Forward & Reverse Primer start P(:;sition* End Position * Primer Name * Initialization
For Primerl bt cor PLF Q ®
For Primer2 qlba 612 P2F Q ]
For Primer3 r&u H12 P3_F Q ]
Platel 56 REN Grizontal ror ot a »
For Primers Q ]
For Primer6 Q *®

For Reaction at 96Rxn, a maximum of 6 primers are available.

* Ifyou modified the Start Position(well positions), please click the duplicate [primer check] button again.

@ Name of the Plate: Insert the name of the plate
@ Reaction: Select the number of reactions [96 Rxn (Unid
[192 Rxn (Bidirectional Sequencing)]

irect
I

(® Plate direction: Choose between [Horizontal], [Vertical]i

ional Sequencing)]

@ Start-End: Click on the column Start position to visualize|the page [Enter well position]. Select the initial

well (es: A1), press crtl and select the final well (es: H12). Oncd: you click on input, starting and ending positions

will be filled automatically

® Primer name: Insert the primer name if you selected the q')ne out [Enclosed], [Stored], [Synthesis]. In the

I
case of [universal primers], click on the lens and select the desired primer from the new pop-up page (complete

primer list: pages 29-30). The name will be automatically fiIIediby the system

o enter well position

X

Alter selecting the start point, press and hold the [Ctrl] key and click the end

A
B
c
D
E
F
G
H

point
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Confirm plate map: Once you have provided all the details, click on Plate map confirmation.

Sample Information

[5/9%6]

Hurnanizing Genomics

macrogen
EURCPE

] Plate Name Well Sample Name Conc.(ng/ul) Product Size{bp) (bp)
1 Platel A0L Platel AOL 0 Less 600bp
2 Platel A2 Platel A02 0 Less 600bp
3 Platel A3 Platel_A03 o Less 600bp
4 Platel A4 Platel AD4 0 Less 600bp
5 Platel A0S Platel A0S 0 Less 600bp
Reaction Information
[10/96]
# Plate Name Well Sample Name Primer
1 Platel A0L Platel AOL PLF
2 Platel A02 Platel_A02 PLF
3 Platel AO3 Platel_A03 PLF
4 Platel A04 Platel A04 PLF
5 Platel A0S Platel_A05 PLF
6 Platel A0 Platel A0 PLF
7 Platel AOT Platel_A07 PLF
8 Platel A0 Platel_AO8 PLF
9 Platel A9 Platel A9 PLF
10 Platel ALO Platel_A10 PLF

Specify the concentration of the primers and click on Save & Plate View. You will be able to visualize the plate

layout (Sample and Primer name) per well (See below). Close the plate layout and continue.

-96 RXN
1 2 3 4 5 3 7 8 9 10 1 1

N Platel_AOL Platel_A02 Platel_A03 Platel_A4 Platel_A05 Platel_A0G Platel_AOT Platel_A08 Platel_AD9 Platel_ALD Platel_ALL Plate1_A12
PLF PLF PIF PLF PLF PLF PLF PLF PL_F PLF PLF PLF

N Platel_BOL Platel_B02 Platel_BO3 Platel_B04 Platel_BOS Platel_B06 Platel_BOT Platel_BO8 Platel B9 Platel_B10 Platel B11 Platel_B12
PLF PLF PLF PLF PLF PLF PLF PLF PLF PLF PLF PLF

¢ Platel_C01 Platel_C02 Platel_C03 Platel_C04 Platel 005 Platel_C06 Platel_CO7 Plate]_C08 Platel_C09 Platel_C10 Platel_C11 Platel_C12
PLF PLF PIF PLF PLF PLF PLF PF P_F P2F P2_F P_F

N Platel_DOL Platel_D02 Platel_D03 Platel_Do4 Platel_D05 Platel_D06 Platel_DOT Plate]_D08 Platel_Do9 Platel_D10 Platel_D11 Platel_D12
PLF P2F P2F PLF P2LF P2F PLF PLF PLF P2LF P2F PLF

. Platel E0L Platel E02 Platel E03 Platel E04 Platel E05 Platel E06 Platel EO7 Platel E08 Platel E09 Platel E10 Platel ELL Platel E12
PLF P2F P2F P2F P2LF P2F PLF PLF PLF P2LF P2F P2LF

. Platel_FO1 Platel_F02 Platel_F03 Platel_Fo4 Platel_F05 Platel_F06 Platel_FO7 Platel_FO8 Platel_F09 Platel_F10 Platel_FIL Platel_F12
P2_F P2_F P2_F P_F P2LF P2_F PLF P_F P_F P2F P2_F P_F

¢ Platel_GOL Platel_G02 Platel_G03 Platel_Go4 Platel_G05 Platel_G06 Platel_GO7 Platel_G08 Platel_G09 Platel_G10 Platel_G11 Platel_G12
PLF P2F P2F PLF P2LF P2F PLF PLF PLF P2LF P2F PLF

" Platel_HOL Platel_H02 Platel_HO3 Platel_Ho4 Platel_H05 Platel_H06 Platel HO7 Platel HO8 Platel_H09 Platel H10 Platel H11 Platel H12
P3_F PR F P3F P F P3F P3F P3F P3F P3F P3F P3F P3F

* You do not need to insert the sample

corresponding position in the plate.

names. They will be automatically generated from their
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Enter Primer Condition. (" All fields are required)

Order Instructions ©_ Primer Type @

—— [6) 7 3]

# Primer Type* Sequence Conc.{pmolful) Sequencing Primer (Y / N} PCR Primers (¥ / N) Required vol({ul} «
1 P1F Y N 93
2 P2_F Y N 159
Universal
3 P3_F Y N 36
Enclosed
Synthesis
Stored

I Frevious I m

® Type of Primer Select your primer type:
- Universale: Universal primers available at Macrogen
- Enclosed: Primer sent with the samples. Concentration must be specified

- Synthesis: If you need us to synthetize your primers
If you choose to synthetize the primers, it will require 3-4 additional working days. Keep track of the shipping times and be sure to

choose the Regular Standard Sequencing Option when placing the order.
-Stored: Primers used in previous orders. The name must match exactly
Sequence: Insert the sequence if you have selected the [Synthesis] option.

Conc: Insert the concentration if you have selected the [Enclosed]
Next: Click on [Next].

©e 0
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Option 2 - Excel file

d Plate No 1

q Plate Name Plate1

d Reaction Type 96Rxn
Plate Layout Horizontal

% Primer NameZ 82| F2E UniversalZ2j0| Y Ho{TLICE "5 5/H% Z2joj0f2] 2 Zejo|HES ZE UHH 8.

Primers Start Position End Position Primer Name Primer Type Sequence (5" To 37) Conc(pmol/ul)
Primer 1 6 Al G Fi 785F niversal 9 c’
Primer 2 F2 G1 907R Universal
Primer 3 G2 H12 M13-FP Universal
Primer 4
Primer 5
Primer 6
1 2 3 4 5 6 7 8 9 10 11 12
A 785F 785F 785F 785F 785F 785F T85F T85F 785F 785F 785F 785F
B 785F 785F 785F 785F 785F 785F T85F T85F 785F 785F 785F 785F
C 785F 785F 785F 785F 785F 785F T85F T85F 785F 785F 785F 785F
D 785F 785F 785F 785F 785F 785F T85F T85F 785F 785F 785F 785F
E 785F 785F 785F 785F 785F 785F T85F T85F 785F 785F 785F 785F
[F 785F 907R 907R 907R 907R 907R 907R 907R 907R 907R 907R 907R
G 907R M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP
H M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP M13-FP

@ Name of the Plate: Insert the name of the plate

@ Reaction type: Select the number of reactions [96 Rxn (Unidirectional Sequencing)] [192 Rxn (Bidirectional

Sequencing)]

(® Plate direction: Choose between [Horizontal], [Vertical]

@, ® Check start and end position. The name of the primer will be automatically filled per each well.

® Primer name: Insert the name of the primer if you choose the one among the [Enclosed], [Stored],
[Synthesis] options. Select primer universal in the case of [Universal].

@ Primer type: Select your primer type

Universal: Universal primers available at Macrogen

Enclosed: If you are sending your primers together with your samples in the same

package. Indicate the concentration of the primer.

Synthesis: If you need us to synthetize your primers

Stored: Primers used in previous orders. The name must match exactly

Sequence: Insert the sequence of the primer if you have selected the [Synthesis] option.

@ Conc.: Insert the concentration if you have selected the [Enclosed] option
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Enter Plate Info. (* Al fields are required)

Order Instructions O

Excel Temp. @ Upload
i

e i

e 1

L 1

-~ i

/'/ 1

Ve i

s 1

-
Platel // Plate Add II-I-
/" Delete — | Plate Map Confirmatjon
[L/ 1] Filtered Row : 1 e H
Plate Name * Reaction * Direction * Forward & Reverse Primer * Start Position End Position * /,/ Primer Name * Initialization |
-
Vertical /,/' Q %
-
R saximum of € prine reav //
-
* If you modified the Start Position{well positions), please click the duplicate [primer check] button again. //'
-
-

[}
T
1
i
H
i
i
1
i
1
i
1
i
1
i
1
i
1
i
1
i
T
1
i
1
i
1
i
1
i
1
i
1
i
1
i
1
ll
.ﬁ’—-——-——-——-——-——-——-——-——-——-——-——-——--1
@ Macrogen Europe Order System - Google Chrome = (]} X 1
Enter Plate Info. (* All fields are required) o i 1
25 order.macrogen-europe.com/ces/order/retrieveCesOrdRegPlateUploadPopup.do G Q I
Order Instructions O, I - I
1 Excel Temp. |
Excel Temp. @ 1 1
I * You must use the Excel template provided by Macrogen. I
| . e size should not exceed 315, 1
|
|
) -“"“
Platel |
|
[L/1] Filtered Row: 1
Plate Name * Reaction Direction * Forward & Reverse I
Vertical ]
* I you modified the Start Position(well positions), please click the duplicate [primer check] button again. |
|
|
I-----------------------------------------

\ Previous ‘ -
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Enter Plate Info. (" All fields are required)

Order Instructions Q,

Excel Temp. @ l Ord. Sheet l Upload
Platel Plate Add +
Delete = | Plate Map Confirmation
[6/ 6] Filtered Row - 6
Plate Name - Reaction Direction Forward & Reverse Primer * Start Position * End Position * Primer Name Initialization
For Primerl AOL FOL T85F Q ®
For Primer2 Fi2 GOl 907R Q ®
For Primer3 Go2 H12 M13-Fp Q %
Platel 96 RXN Horizontal
For Primerd Q »®
For Primer§ Q ®
For Primer§ Q x
* I you modified the Start Position(well positions), please click the duplicate [primer check] button again.
Previous ‘

Plate info: Please check that all the details were placed correctly.

Enter Primer Condition. (" All fields are required)

Proceed by clicking on [Next]

Order Instructions O, Primer Type @

[3/3] Filtered Row : 3
# Primer* Type* Sequence Conc.(pmol/ul) Sequencing Primer (Y N) PCR Primers (Y / N) Required vol(ul) *
1 T85F Universal GGATTAGATACCCTG- - ¥ N 183
2 907TR Universal CCGTCAATTCMTTTR--- Y N
3 M13-FP Universal TGTAAMACGACGGCC- ¥ N

Previous

Primer Condition: Please check the details about the primers and click on [Next].
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Enter Billing information. (' Required field)

BLAST Service *

Storage Period *

Ordered by * @

Actual Orderer
Contact

Primary E-mail

Additional E-mail
for Result *

Comment

Institution for Billing

@)
Yes (®) No

@ Thisis a service that searches for a sequence that is highly similar to the sequence of DNA obtained in The Basic Local Alignment Search Tool and NCBI database.
We will provide you with data files retrieved from NCBI and no analysis serviees will be provided.

(®) Immediate Disposal 1Month 3Month

@ ifi diate disposal is selected, additional ord, i ing cannot be ordered as the sample is immediately discarded after the primary experiment.
Gildong Hong
01012341234

moonkunB86@macrogen.com

moonkundé@macrogen.com

Macrogen Korea

Mobile Number * 01012341234
Country * Korea (the Republic of) hd
254, Beotkkot-ro, Geumcheon-gu, Seoul, Republic of Korea
11th floor, 1111
Billing Address * Geumcheon-gu
Seoul
08511
PO Number
ATTN Macrogen
—— Choose N
Promotion Code Picase Enter. Promotion Code Apply
Request on payment
.'/.. ..\'. 4 ..\'.
| Previous N Save |

@ Enter all billing information, select the options for BLAST Service and Storage Period, and click

[Submit].

If “lmmediate Disposa

In

is selected, no further orders or sequencing can be performed, as the sample will be discarded immediately after the

main experiment.
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@

Your order has been placed successfully.
Order Number =~ EC00000579

Please double check your order information then send your samples accordingly.

Print your order barcode to send Amsterdam laboratory.

* Click DHL/FedEx/UPS Invoice button to download shipping documents.
* Print all shipping documents and call DHL/FedEx/UPS o pick up your samples.
* You will be notified of the status of your order by email.

* For other inquiries, please use [Support > Contact us].

* You can check the order number and obtain your [DHL/FedEx/UPS commercial invoice].

Please print the barcode order and send it together with the samples.

Order Confirmation (* In the [Order completed] step, you cannot modify it

Order Information

Order Number ECO0000579 Customer Name nl test
Service Standard Sequencing Sample Type Plasmid
Tube Type 96 well Plate Run Type Regular
Order History
Rxn. 1 Sample 1
5 Mumber of 5
Sample History R 0 DNA Extraction 0
Primer Synth. 1] PCR Amplification 1]
Universal o Enclosed 1
Primer History
Synthesis o Stored o

* Finally, please verify all the information about your order
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Universal primers, available without additional costs
pMale TCAGACTGTCGATGAAGC prastBacReverse  CAAATGTGGTATGGCTGATT
Bluescript K CGCTCTAGAACTAGTGGATC PREP-fwd GCTCGATACAATARACGCC AOX1Forward ~ GACTGGTTCCAATTGACAAGC
EBV-RP GTGGTTTGTCCAAACTCATC 355A AAGGGTCTTGCGAAGGATAG AOX1Reverse  GCAAATGGCATTCTGACATCC
KANZ-FP ACCTACAACAAAGCTCTCATCAACC 3558 AGTGGAAAAGGAAGGTGGCT aFactor TACTATTGCCAGCATTGCTGC
KAN2:RP GCAATGTAACATCAGAGATTTTGAG AD Reverse AGATGGTGCACGATGCACAG $Taq 18mer Primer  GAACGCCAGCACATGCAC
M13:FP TGTAAAACGACGGCCAGT CYC1Reverse  GCGTGAATGTAAGCGTGAC MT Forward CATCTCAGTGCAACTAAA
PBAcPACRP GTCTGTAAATCAACAACGC DsRed1-C AGCTGGACATCACCTCCCACAACG QEPromoter  CCGAAAAGTGCCACCTG
pBAD-FP ATGCCATAGCATTTTTATCC DsRed-N GTACTGGAACTGGGGGGACAG pRHForward  CTGTCTCTATACTCCCCTATAG
pDONOR-FP TAACGCTAGCATGGATCTC EGFP-C CATGGTCCTGCTGGAGTTCGTG PRH Reverse CAAAATTCAATAGTTACTATCGC
PEGFP_N (CGTCCAGCTCGACCAG EGFP-N (GTCGCCGTCCAGCTCGACCAG SVAQ-phrey CCTCTACAAATGTGGTATGG
PEGFP-FP TTTAGTGAACCGTCAGATC GALTForward  AATATACCTCTATACTTTAACGTC SV4Q-Promoter  GCCCCTAACTCCGCCCATCC
PEGFP-RP AACAGCTCCTCGCCCTTG U-19mer Primer  GTTTTCCCAGTCACGACGT pTrcHis Forward  GAGGTATATATTAATGTATCG
PESP-RP TCCAAAAGAAGTCGAGTGG T7 EEV ATGTCGTAATAACCCCGCCCCG 1] TCCGTAGGTGAACCTGCGG
pET-24 GGGTTATGCTAGTTATTGCTCAG BluescriptkS  TCGAGGTCGACGGTATC Ims2 GCTGCGTTCTTCATCGATGC
pET-RP CTAGTTATTGCTCAGCGG pFastBacForward  GGATTATTCATACCGTCCCA Ims3 (CATCGATGAAGAACGCAGC
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Universal primers, available without additional costs

TS4

TS5

pJET1.2F

pJET1.2R

T

T7terminator

T7promoter

LE]

SP6

M13F-pUC(-40)

M13R-pUC(-40)

M13F

M13R

PGEXS

PGEX3

TCCTCCGCTTATTGATATGC

GCAAGTAAAAGTCGTAACAAGG

CGACTCACTATAGGGAGAGCGGC

AAGAACATCGATTTTCCATGGCAG

AATACGACTCACTATAG

GCTAGTTATTGCTCAGCGG

TAATACGACTCACTATAGGG

ATTAACCCTCACTAAAG

ATTTAGGTGACACTATAG

GTTTTCCCAGTCACGAC

CAGGAAACAGCTATGAC

GTAAAACGACGGCCAGT

GCGGATAACAATTTCACACAGG

GGCAAGCCACGTTTGGTG

GGAGCTGCATGTGTCAGAGG

21F

1492R

518F

80OR

BGH-R

CMV-F

RVprimer3

RVprimer4

GLprimer1

GLprimer2

pQE-F

PQE-R

Gal4AD

pBAD-F

pBAD-R

AGAGTTTGATCMTCGGCTCAG

TACGGYTACCTTGTTACGACTT

CCAGCAGCCGCGGTAATACG

TACCAGGGTATCTAATCC

TAGAAGGCACAGTCGAGG

CGCAAATGGGCGGTAGGCGTG

CTAGCAAAATAGGCTGTCCC

GACGATAGTCATGCCCCGCG

TGTATCTTATGGTACTGTAACTG

CTTTATGTTTTTGGCGTCTTCCA

CCCGAAAAGTGCCACCTG

GTTCTGAGGTCATTACTGG

TACCACTACAATGGATG

ATGCCATAGCATTTTTATCCA

GATTTAATCTGTATCAGG

EGFP-CF

EGFP-CR

EGFP-NR

LCO1490

HCO2198

T85F

907R

337F

1100R

NS1

NS8

LROR

LR7

AGCACCCAGTCCGCCCTGAGC
CGTCCATGCCCAGAGTG
CGTCGCCGTCCAGCTC
GGTCAACAAATCATAAAGATATTGG
TAAACTTCAGGGTGACCAAAAAATCA
GGATTAGATACCCTGGTA
CCGTCAATTCMTTTRAGTTT
GACTCCTACGGGAGGCWGCAG
GGGTTGCGCTCETTG
GTAGTCATATGCTTGTCTC
TCCGCAGGTTCACCTACGGA
ACCCGCTGAACTTAAGC

TACTACCACCAAGATCT
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