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CAMPERR: a multicenter, prospective, observational study to evaluate a cfDNA-based
genome-wide methylation enrichment assay for multicancer early detection (MCED),
identification of molecular residual disease, and relapse prognostication
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BACKGROUND STUDY DESIGN

- Despite advances in treatment, a lack of population-level screening strategies for early - To train and validate a classifier for MCED, blood samples and medical history will be
detection across cancer types contributes to cancer-related mortality.’ collected from all case and control participants at baseline. A subset of participants with
stage I-1ll lung cancer will have longitudinal follow-up to enable training and validation

- We previously showed that an initial MCED classifier based on a genome-wide
methylome enrichment platform detected 12 cancer types, including early-stage,
low-shedding tumors.?

for MRD-based recurrence prognostication. (Figure 2)

Figure 2. CAMPERR study schema

- The CAMPERR study (NCT05366881) was designed to train and validate a test based MCED Analysis
on cell-free methylated DNA immunoprecipitation and high-throughput sequencing Blood samples and history collected at baseline
(cfMeDIP-seq) for detection and differentiation of 20 pre-selected cancer types, e — e —

. All stages (GEELE[)) « Clinical follow-up >12 mo from enrollment

representing 93% of annual cancer incidence and 88% of annual cancer deaths.’#
Longitudinal Recurrence Monitoring Analysis

- Longitudinal follow-up for a subset of participants with lung cancer will enable training

and validation for MRD-based recurrence prognostication.
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Table 1. Inclusion and exclusion criteria

*Includes 22 participants who have withdrawn from the study.

Exclusion Criteria

Inclusion Criteria
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