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Agentic Al built for scientists

Unlike generalist LLMs, K Pro Free is an Al co-pilot designed for
researchers to boost productivity, help you generate new hypotheses
and explore multiomics data.
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In breast cancer patients with high vs. low tumor grade, the top 5 differentially
expressed genes are

= TP53 (13.8x) - Involved in cell cycle arrest and apoptosis.

+ ESR1 (42.5%) - Downregulated in aggressive tumors, affecting estrogen
signaling.

» MYC (14.2x) - Drives praliferation via the PI3K-Akt pathway.

+ CDK4 (13.1x) = Promotes uncontrolled cell division.

+ EGFA (12.9x) - Enhances angiogenesis through the VEGF pathway."_

These expression changes correlate with tumor progression, resistance to
therapy, and metastatic potential. @ Hemsatoxylin M Eosin
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Ask me about genes: market insights, literature, plots, etc
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Use K Pro Free for:

Interactive data visualisation Scientific writing

Visualize and analyze complex data - slice Write scientific overviews and
and dice by variables for deeper insights. publication-ready science in minutes.
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Hypothesis testing Literature and gap analysis
ojﬂTﬁto Validate your hypothesis with smart Find out what's known, the latest
y scientific reasoning. publication trends, and where new

research can make an impact.



A game changer for researchers
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Backed by top-quality data sources: PubMed +20 biomedical datasets

Unlike general-purpose Al, K Pro Free is
built for scientists, it combines scientific
rigor with user-friendly design, ensuring
every result is credible, transparent, and
easily traceable back to trusted sources
(PubMed and biomedical databases) -

gieolllogy all through natural language interaction.
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—> Access to 20 expertly curated and
integrated public datasets and 26M+

Microbiology Biochemistry scientific articles

"At a time when research teams are being asked to do more
with less, K Pro Free offers a real solution.... It delivers insights
in moments that would have taken weeks to uncover, if at all. *

Prof. Fabrice André

Head of Research Division, Institut Gustave Roussy
President of the European Society of Medical Oncology

Sign up for access to K Pro Free

Learn more about how K Pro Free can help your
scientific research at owkin.com/k-os/k-pro-free
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