
ACCELERATING TIMELY ACCESS TO FIRST-LINE 
TARGETED THERAPY FOR NEWLY DIAGNOSED 
LUNG CANCER PATIENTS



NCCN Guidelines recommend broad molecular profiling in NSCLC 1

NGS captures uncommon 
EGFR mutations with variable 
TKI responses, supporting more 
informed and individualized 
treatment decisions.

Beyond EGFR, ALK and 
ROS1, Next generation 
sequencing (NGS) may 
enable efficient approach to 
guideline-recommended and 
uncommon actionable 
mutations2.

For Newly Diagnosed Non-small cell lung cancer (NSCLC): 
Identifying Opportunities for Targeted Therapy.
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Prevalence of uncommon EGFR mutations 4
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Single nucleotide Variants (SNVs); Small Insertions and Deletions 
(Indels); Copy Number Alterations (CNAs) and Fusion Genes

Number of Genes 
Tested

Types of Mutants 
Analyzed

Sample Type

Turnaround Time

FFPE Tumor Tissue
5-20 unstained sections (5 µm/slide, surface area ≥ 125 mm2)

1 H&E-stained slide (5 µm)

6 Working Days 
(from receipt of qualified samples at our CAP-accredited laboratory)
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* In some cases, results may not be reported due to sample quality limitations. 

   Tumor purity of ≥ 10% is recommended for                       testing.

Technical Specifications
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*genes also provide exon-skipping alteration information 
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Report

Actionable summary 
of detected variants 
and associated 
therapies.

23
Variant reporting and classification are 
based on levels of evidence, 
prioritizing treatment-related evidence 
supported by international publications 
and clinical guidelines.

Icons are used to indicate 
drug sensitivity or 
resistance for faster 
interpretation. 
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Associated Drug 
Information

Bioinformatic 
Analysis 
Based on 
Curated 
International 
Databases

Quality 
Assured 
Testing

Easy-to-
interpret 
Medical Report

6 Working 
Days
Turnaround 
Time

Newly Diagnosed 
Patients, Resect-
able Stage 1B-IIIA 
or Unresectable 
locally advanced/ 
Metastatic Stage 
IIIB-IV.
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