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ABOUT ACTHRD™

The test is a next-generation sequencing (NGS) based assay to detect single nucleotide variants
(SNVs), small insertions and deletions (InDels), copy number alterations (loss) (CNA-loss), large
ﬁenomlc rearrangements (LGRs) in the BRCAT and BRCA2 genes, and analyze the genomic loss of
eterozygosity (LOH) status using DNA isolated from formalin-fixed, paraffin-embedded (FFPE) tumor
tissue specimens. Results of the test are used as an aid in identifyinﬁ cancer patients with positive
homologous recombination deficiency (HRD) status for treatment with PARP inhibitors. Additionally,
the test is intended to provide tumor profiling on SNVs, InDels, and CNA-loss of 22 homologous
recombination repair (HRR) genes for use by qualified health care professionals in accordance with
pro;essional guidelines, and is not conclusive or prescriptive for labeled use of any specific therapeutic
products

Report Summary for Actionable Variants/Biomarkers

[ L Recombination Deficiency (HRD) Status —---====-~--]
HRD Status Gene/Biomarker Result
BRCA1 Negative
Positive BRCA2 Positive
Loss of heterozygosity (LOH) Positive (0.57)

* Homologous Recombination Deficiency (HRD) Positive= Either BRCAL/2 mutant or LOH positive

@ sensitive i Resistant
ical Significance (Target Therapy)

Variants/Biomarkers with Cl

Genomic Evidence Level 1,2 Evidence Level 3A, 3B, 4
Alterations (FDA-approved, NCCN gui hers)
chsoitTve e Niraparib, Olaparib e Rucaparib
moz | @t | @ o
Heterozygous deletion e ,I;l:ll?appaa”r'\) ; Olaparib, o Talazoparib

Note:
The therapeutic agents and possibl effects to a given drug are based on mapping the varants/biomarkers with ACT Genoics clinical
results only pi , but not a medical

Please refr o the d information about alteration and clinical relevance listed above.
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Homologous Recombination Deficiency (HRD) Status

Positive

BRCAL/2 mutant or LOM positve

------------- Single Nucleotide and Small InDel Variants

Allele Frequency

68.7% Deleterious

------------- Copy Number Alterations
Chromosome Variation

Chr13 Heterozygous deletion 1

Copy Number

""""" Large Genomic Rearrangements

Alteration

Not detected

Loss of Heterozygosity Status

LOH Status LOH Score
Positive 0.57
Note:
‘CNA, LGR, and LOH status i the tumor based by the pathologi

Samples with tumor purtyower than 40% are unabl tobe analyzed or the LOH tatus,
‘samples with tumor purity lower than 309% are unable to be analyzed for CNA and LGR.
The homologous recombination deficiency (HRD) status is defined as deleterious or suspected deleterious alterations of BRCAT and
BRCAZ, and/or LOH status positive. The threshold for LOH status positive s set at a score > 0.4. Of note, the HRD definition is in
the approved labeling and notin other cancer types
Only deleterious or suspected deleterious variants are listed in this section. For variants of unknown significance (VUS), please refer to
" benign, likely b not reported.

Supplementary Information for Therapeutic Implication:

ted Therapies

Alterations Therapies e
poLsoi['?ve 9 Niraparib, Olaparib 1
] © niraparib, Olaparib, Rucaparib 1

Hetemz\gﬁffde,eﬁon © Niraparib, Olaparib, Rucaparib N
e © Talazoparib A
Heterozxzxszdaeuon © Talazoparib n
p;;i’:?ve © Rucaparib .

Therapies associated with benefit o lack of benefit are based on biomarkers detected in this tumor and published evidence in professional
guidelines or peer-reviewed journals.

Level | Description
1 | FDA-recognized biomarkers predictive of response or resistance to FDA-approved drugs in
this indication
2 Standard care bi by the NCCN ine) are predictive of
response or resistance to FDA approved drugs in this |nr,T|cat|on
3A Biomarkers predictive of response or resistance to therapies approved by the FDA or
NCCN guideline in a different cancer type
3B Biomarkers that serve as inclusion criteria for clinical trials (minimal supportive data
required)
4 Biomarkers that show plausible therapeutic significance based on small studies, few case
reports, or preclinical studies
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©2026 ACT Genomics Co., LTD. All Rights Reserved. It is possible that the test may return with no abnormal mutation identified for certain genes or part of the test results may not be available due to the
technical limitations of the test itself and/or an individual’s genetic differences and/or intra- or inter-tumoral heterogeneity even the test has been conducted under standard process. This material (including the
test and the results) therefrom are intended for educational purposes only for the use of healthcare professionals and do not replace independent professional judgement. This material (including the test and
the results) shall at no time be deemed a diagnostic or medical treatment recommendation fo any individual. No representation, warranty, express or implied, is made as to, and no reliance should be placed
on the fairness, accuracy, completeness or correctness of the information or opinions which may be contained herein. The test takers shall always consult their healthcare professionals for any enquiries of
clinical interpretation of the test results.
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