T cell phenotypes, differentiation states, and functional markers remain stable for two years using a blood collection kit

for longitudinal, high parameter cytometry
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Background TokuKit-Fixed Samples Preserve Immune Cell Populations Key Findings and Conclusion

More than 1.2 million cytometry specimens are processed annually across Cell Count of Fresh Whole Blood Samples A. Population Frequencies: T=24Mvs. T=0M B. C:);H and CDT8-: T Cell LinTe§ge Freque:c;ies Across; ZsTimepoint: f;ver 24 Mo:tzlls Figure 3. TokuKit-fixed whole blood preserves T cell population TokuKit preserves immune cell population frequencies and functional marker expression in whole blood
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Methods Fresh v. Fixed Comparison CD4+ Central Memory T Cell Functional Marker Expression is Preserved Across 24 Months of Frozen Storage
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a Helios® mass cytometer (Standard BioTools).
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The 41-marker panel profiles major immune cell lineages CD8+ Central Memory T Cell Functional Marker Expression is Preserved Across 24 Months of Frozen Storage
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processed on the day of staining following frozen storage. (C) Correlation of
immune cell population frequencies between fresh and TokuKit-fixed samples
stored for 9 days at -80°C across 3 donors (R > 0.99, n=3, 33-marker mass
cytometry panel).

Figure 5 (A) Correlation of functional marker expression at T=0 vs T=24 months in CD8+ TCM cells, colored by marker and shaped by donor across 3 donors (R = 0.89). Only donor-marker combinations with event counts >100 at both timepoints are

included. (B) Functional marker expression (% of parent population) in CD8+ TCM cells across three donors at seven timepoints (T=0 through T=24). Delta indicates absolute change from T=0 to T=24. * indicates donor-timepoint combinations where event Explore our dashboard: app.teiko.bio I teiko-labs.com I kailey@teiko-labs.com I SMS at +1 (650) 678-7369
count fell below 100.
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