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Figure 2. Post-Collection Sample Processing Workflow. indicated phosphorylation marker within the gated leukocyte population. (B) Representative bar plot illustrating frequencies of times and storage conditions make immediate processing |mpractlcal. These data Support
Post-storage workflow from thaw through mass cytometry acquisition, including palladium barcoding, surface and intracellular staining, pSTAT3-positive events in major cell populations (T, B, NK and monocyte) in unstimulated PBMCs and whole blood from a single TokuKit-based whole blood collection as a practical platform and workflow for
methanol permeabilization, and iridium intercalation. Centrifugation speed is increased to 700 x g after methanol permeabilization healthy dopor. (C) Heatmap illustrating ggted frequepmes of phosphorylatlon markers in neutrophils from whole blood samples harmacodvnamic monitoring and immune orofiling in multisite studies
because permeabilized cells are fragile. The post-permeabilization CAS-Plus wash is limited to one wash to minimize cell loss. under unstimulated and stimulated conditions (PMA/fionomyein, IL-2, 1L-6, or IFN-y). p y 9 p g ]

Explore our dashboard: app.teiko.bio | teiko-labs.com | justin@teiko-labs.com



