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About Virscidian

We are a software company that is on a mission to deliver:
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Drug Discovery Software-enabled Synthesis to
Registration & HTS Screening Workflows

End-to-end analytical software solutions that mimic and R
extend your natural laboratory workflows Scientific

o0 00 Virscidian

Desktop and enterprise products developed for high to low
sample throughput workflows Decisions
® ®© 0 O

Best in class workflow driven LC/MS Automated data
processing, results creation, review-by-exception

Acquired in Aug. 2024 by Dotmatics, which was subsequently acquired by Siemens in Apr. 2025, to
accelerate scientific research and improve data-driven decision-making for our customers and partners,
providing them with a broader range of innovative solutions.
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The goal of the Method Selection approach was to quickly

identify conditions that could be used to obtain suitable purity
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The resulting Method Scores were a best attempt to quantify the
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Method Selection approach ignored the magnitude of any

co-elution X Virscidian
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Virscidian’s latest Advanced Automated Impurity Analysis v ) o
provides a more comprehensive analysis =< Virscidian
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Analytical Studio enhancements select the best separation
method from preliminary analysis and then...

Uniquely identify
impurities in any
given sample

Automatically track
impurities across
the different
methods

Quantitate
impurities impact
during co-elution
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Advanced Automated Impurity Analysis translates MS learnings

to UV data >X< Virscidian
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There are coeluting Impurities in ALL Methods — So which is

the best one with the lowest Impurity Impact?
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Peak results can be displayed & customized to match preference )X( Virscidian
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The new impurities are captured and applied across the dataset )X( Virscidian

Impurity

Impact Values

() Composite Values
¢ Impurity Results

() Show/Hide Impurity EIC

B (+)imp 76833

ojDiedkg
& Method
LOw
gﬂ Impurity
(+)imp 2
ljﬂ Impurity Number

& Method
HIGH
u‘ﬂ Impurity
(+)imp 2
& Impurity Number
& Method
BEI
A Impurity
(+)imp 2
|jﬂ Impurity Number

A Impurity
(+)imp 2
ljﬂ Impurity Number

& Method

Impurity Details  Imp

panel is introduced...

Inlet Method
Impurity Number

Signal Isolzted COI Coelution

T

Inlet Method

Impurity Number EIC Area

894 51
Signal Quality ( lsolated COI Coelution
TwC 4

Inlet Method Locatior

Impurity Number EIC Area EIC

381 60
Signal esolve: Isclated
i

COIl Resolved COl Coe

Inlet Method

Impurity Number EIC A

15155

Signal ity Isclated >0l Re: COl Coe
TwC

Inlet Method Location

B Method

Wethod 5

B Impurity

B Impurity Number
6

| Impurity

@ Impurity Number

5

B | Impurity
(#)lmp 2

@& Impurity Number

{# Impurity Number
3
| Impurity
(#)imp 4
B8 Impurity Number
4

Inlet Method

Impurity Number

6
Signal

T

Impurity Number
5

Twl

Impurity Number
Signal

m

Impurity Number
3

Signal

T

Impurity Number
4

Signal

...that estimates the

Masses
4131
Quality
1

Masses

1991

lity
4

Masses

337.1.3382

Quality (0-4)

Isclated

EIC Area

[

Isolated

EIC Arez

163130543

Isolated

for the impurities

C | COICoelution A Height
® 7647 X 839

EIC Height

COI Coelution ! Height
224145484

Shared Impurities

EIC Height

3 44
COlCoelution & Rs Min k . Height Shared Impurities

COI Coelution Peak Shared Impurities
Imp 4
sight

C | COICoelution Height Shared Impurities

Imp 3



Advanced Automated Impurity Analysis can be combined with \J - T
existing Analytical Studio features -\ Virscidian
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Concluding Remarks )XC Virscidian

Analytical Studio Professional method selection capabilities have evolved
»Moved from simplistic to comprehensive analysis
» Enable better informed decision making

Advanced Automated Impurity Analysis
» Utilizes all available data
» Assessments shared across samples to estimate impurity impacts
» Integrates seamlessly into HTP workflow

Virscidian continues to work to deliver cutting edge solutions
»Partner with customers and vendors
»Quickly move from idea to implementation
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