A closer look at the Physiologic Biomarker (PhyBM) Preclinical Laboratory

Who we are: We are a joint team of scientists that cooperatively develops and advances new molecular
tools for drug evaluation while probing the effect of drugs on bacterial phsiology.

Our novel approach: Our focus is on measurement of pathogen health rather than pathogen burden.
Antimicrobials have long been been evaluated based on the degree to which they reduce the burden of
bacteria such as Mycobacterium tuberculosis. However, because certain antibiotics contribute to cure
without reducing burden, we know that antibiotics do more than simply reduce bacterial burden.
Evaluating only burden misses these important effects. Our novel approach is harnessing the effect of
drugs on the physiologic processes of M. tuberculosis for pharmacodynamic evaluation.

Our goal: To develop and bring to practice new tools for antibiotic evaluation that will accelerate antibiotic
selection and advancement,

Our tools: Our portfolio of molecular assays includes tools that evalute pathogen health as indicated by
bacterial physiologic proceses.
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Ongoing methods development: With support from PReDICTR-TB, we are developing high-throughput
methods amenable for drug screening.

Our contributions: Our innovations are further described in the manuscripts below.
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