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Biomarker collection from 335 patients in
less than 3 months. Analysing the presence
of genetic variants and other genetic risk
factors that might be associated with
Parkinson's Disease.
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11

weeks full data collection.
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patients consented.
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study adherence.
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Our Approach

ﬁ Rapid data collection: 11 weeks from first
engagement to return of completed saliva tests.

(\/‘ Pre-consented patients within cohort expedited re-
) engagement for the sub-study.
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N overcoming barriers to participation.
To understand how uMed can access the custom

data and insights required to accelerate your

Genomic testing results linked to core EMR and : research, contact us at
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